Single-crystal X-ray study T = 120 K Mean (C-C) = 0.003 Å R factor = 0.059 wR factor = 0.138 Data-to-parameter ratio = 15.3
Molecules of the title compound, C 5 H 6 N 4 O, are linked into a three-dimensional framework structure by a combination of N-HÁ Á ÁO, N-HÁ Á ÁN and C-HÁ Á ÁO hydrogen bonds.
Comment
As part of our general study of the supramolecular structures of amine and hydrazine derivatives, we report here the molecular and supramolecular structure of the title compound, (I). Within the hydrazino fragment, the coordination at C7 and N2 is planar within experimental uncertainty, while the coordination at N3 is markedly pyramidal (Fig. 1) . Apart from the H atoms bonded to atom N3, the molecule is effectively planar, as shown by the key torsion angles (Table 1) ; the bond distances and angles show no unexpected features.
The molecules are linked by hydrogen bonds (Table 2) into a three-dimensional framework of some complexity, whose formation can, nonetheless, be readily analysed in terms of two simple substructures. In the first of these substructures, atom N3 in the molecule at (x, y, z) acts as hydrogen-bond donor, via H31 and H32, respectively, to atoms O1 in the molecules at (1 À x, 1 À y, 1 À z) and (Àx, 1 À y, 1 À z), so generating by inversion a chain of edge-fused R 2 2 (10) (Bernstein et al., 1995) rings running along (x, 1 2 , 1 2 ) (Fig. 2) . The rings containing H31 are centred at (n + 2 ), where n = zero or an integer) and those containing H32 are centred at (n, 1 2 , 1 2 ) (n = zero or integer).
In the second substructure, atom N2 in the molecule at (x, y, z), which lies in the chain of rings along (x, 2 ) directly to the four chains along (x, 0, 0), (x, 0, 1), (x, 1, 0) and (x, 1, 1), thence linking all of the [100] chains into a single threedimensional framework structure (Fig. 4) . The molecular structure of compound (I), showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 30% probability level. Table 1 Selected torsion angles ( ).
Data collection
N1-C2-C7-N2 À1.9 (3) C2-C7-N2-N3 179.60 (18) Table 2 Hydrogen-bond geometry (Å , ). All H atoms were located in difference maps, and then treated as riding atoms, with C-H = 0.95 Å and N-H = 0.92 (NH 2 ) or 0.96 Å (NH), with U iso (H) = 1.2U eq (C,N).
Data collection: COLLECT (Hooft, 1999 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: OSCAIL (McArdle, 2003) and SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: OSCAIL and SHELXL97 (Sheldrick, 1997); molecular graphics: PLATON (Spek, 2003) ; software used to prepare material for publication: SHELXL97 and PRPKAPPA (Ferguson, 1999) .
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